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Signalling pathways transcriptionally activate a wide array of target genes, but not all of the possible target genes of a pathway are activated in every cell. Rather, the particular subset of genes activated depends on the stage of development, physiological conditions and celltype. In general, this activation specificity is conferred by other molecules -generally transcription factors. For instance, activation of a pathway in the mesoderm activates mesodermal target genes, while activation in the ectoderm activates ectodermal genes, due to mesoderm-and ectodermspecific cofactors. The problem gets more complicated when both cell types are very similar and thus are likely to express identical cofactor molecules. What confers specificity in such cases?
The JAK/STAT Signalling Pathway A good system to study specific target activation is the JAK/STAT signalling pathway. This pathway has been conserved through evolution and plays crucial roles in development and homeostasis 
